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Figure 1: Asian sea urchin with symptoms: ulcer (red
arrow), intestinal enteritis (yellow arrow) and pale
liver (blue arrow)
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Figure 2. Electrophoresis of PCR product of Vibrio sp. specific gene (Ribosomal RNA) on 1.5% agarose gel.
Lane 1: Control negative, Lane2: Control positive and Lane3: PCR amplification of 16S rRNA gene of suspected
Vibrio sp. isolate (668 bp), Lane4: Ladder (100 bp)
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Figure 3. Electrophoresis of PCR product of V. alginolyticus Collagenase gene on 1.5% agarose gel.

Lane 1: Ladder (100 bp), Lane2: Control positive, Lane 3,4,5: PCR amplification of Collagenase gene of suspected V.
alginolyticus isolates (737 bp), Lane 6: Control negative
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Table 4: Number of V.alginolyticus isolated from farmed marine fish during the research period
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Figure 4: The Maximum-likelihood phylogenetic tree based on the collagenase gene of V. alginolyticus and other

stains in NCBI with Kimura nucleotide evolution model. The sample studied in this tree is distinguished with a red
bullet. Numbers above the internal branches are bootstrap values after 1000 replications
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Abstract:

Bacterial diseases are a major challenge and warning to the development of aquaculture industry.
Vibriosis is caused by bacteria of the genus Vibrio, especially Vibrio alginolyticus, in warm and
temperate regions, which cause severe damages to the marine fish production economy every year. The
aim of the present study was to isolate and identify this bacterium from farmed marine fish with bacterial
septicemia symptoms in the farms of the southern provinces of the Iran. A total of 130 fish were sampled
and isolated bacterial samples by conventional methods. Isolates were examined for biochemical and
molecular properties using specific primers of 16 S rRNA and Collagenase genes to identify Vibrio sp.
and alginolyticus species by polymerase chain reaction, respectively. Molecular analysis showed that
109 isolates out of 119 suspected isolates of Vibrio genus were confirmed as Vibrio genus; also, 48
isolates belonged to V. alginolyticus. It is concluded that the cause of more than 44% of cases of vibriosis
is caused by infection with V.alginolyticus. For the LDso determination, 250 Asian sea bass were used
and the lowest LDso calculated for Vibrio alginolyticus isolates was 1.83x 10 8 fish/CFU. The results
showed a significant role of vibriosis as well as a high percentage of V. alginolyticus in bacterial
septicemia in the studied fish.

Keywords: Cultured marine fish, vibriosis, Vibrio alginolyticus, Polymerase chain reaction,
LDso
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